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Figure S6. Phylogenetic analysis of peroxidases from various plant species,
including the poplar apoplast peroxidases. Protein sequences of 18 poplar
apoplastic POXs and 30 deduced amino acid sequences for the following POXs from
other species were used for phylogenetic analysis: Arabidopsis At5g06720 (A. thaliana
AtPA2; Q42578), Arabidopsis At3g49120 (A. thaliana AtPCb; Q9SMUS8), Arabidopsis
At3g49110 (A. thaliana AtPCa; P24101), tobacco TP60 (Nicotiana tabacum; Q9XFL2),
tomato TPX1 (Lycopersicon esculentum; Q07446), tomato TPX2 (L. esculentum;
Q07445), cotton pod2 (Gossypium hirsutum; Q8RVWDO0), cotton pod3 (G. hirsutum;
Q8RVP7), cotton pod4 (G. hirsutum; Q9XGV6), cotton pod6 (G. hirsutum; Q8RVP4),
rice POX8.1 (Oryza sativa; 022439), rice POX22.3 (O. sativa; 022438), rice POC1 (O.
sativa; QILKY9), Norway spruce SPI2 (Picea abies; Q9SC55), Norway spruce PX1 (P.
abies; Q5WH5I3), Norway spruce PX2 (P. abies; Q5W5I4), Norway spruce PX3 (P.
abies; Q5WS5I2), sweet potato swpa4 (Ipomoea batatas; B3SHI1), sweet potato swpb5
(I. batatas; B3SHI2), sweet potato swpb7 (I. batatas; B3SHIO0), bell pepper PO2
(Capsicum annuum; A4ZCl6), poplar POD1 (Populus alba x Populus tremula var.
glandulosa; Q58GF4), lombardy poplar CY26 (P. nigra; Q40949), western balsam
poplar PXP3-4 (P. trichocarpa; Q43101), white poplar CWPO-C (P. alba; Q4ADU9),
white poplar PO1 (P. alba: Q50KBO0), white poplar PO2 (P. alba; Q08IT5), white poplar
PO3 (P. alba; Q08IT6), aspen prxAl (P. kitakamiensis; Q43055), aspen prxA3a (P.
kitakamiensis; Q43049). A. thaliana L-ascorbate peroxidase 1, cytosolic
(At1g07890/APX1; Q05431) was used to root the tree.
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